The title peptide has been synthesised using the mixed anhydride coupling and the azalactone method according to [1] and [2] respectively. The peptide was crystallised from its solution in acetone-water mixture (4:1) by slow evaporation method.
Discussion
The specific folded structures can be generated with a,bdehydro-residues. A set of design rules have been developed with dehydro-residues [3] . However, there have been still some gaps in finalizing some of these rules. In order to generalize the design rules, a new pentapeptide sequence was synthesized with two DPhe residues at (i+2) and (i+4) positions. The remaining three positions in the pentapeptide are filled with high constraint generating residues such as Trp, Ile and Leu. This is the first sequence with Trp at (i+1) position and two DPhe residues are seperated by a branched b-carbon residue Ile. In the peptide Boc-Trp(CHO)-DPhe-Ile-DPhe-Leu-OCH 3 the backbone torsion angles j 1 = -52.3(8)°, y 1 = -49.1(7)°, w1 = -177.5(6)°, j2 = -56.5(8)°, y2 = -31.4(9)°, w 2 = 179.7(6)°, j3 = -69.8(8)°, y3 = -31.3(9)°, w3 = 169.9(6)°, j 4 = -60. , = -61(1)°is one of the most commonly observed conformations for the side chain of leucine [2] . Overall, the 3 10-helical conformation of the present peptide has all the side chains favourably aligned. Therefore, it can be stated that the structures of peptides with two DPhe residues at alternate positions will always result in the formation of a 3 10-helical conformation. In the crystal structure, the molecules are linked through two intermolecular hydrogen bonds d (N1-H1···O5P) 
